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BACKGROUND: In an effort to widely showcase synthetic biology tools to the research 
community, we are requesting descriptions of developed synthetic biology tools or 
platform technologies.  These tools can be biological, device or computational based 
tools.  Figures are welcome.    All abstracts must be submitted via the submission website 
by the deadline of October 23, 2024 at 11:59:59 pm ET. Abstracts must be submitted as 
PDF files, which should not be larger than 500 KB.  These will be compiled, presented and 
posted to the NIH Synthetic Biology Workshop website and posted at the annual meeting. 

The synthetic biology tool submission can be stand alone; it does not have to be submitted 
in conjunction with a poster.   Multiple tools may be submitted.   

Tool Information: 

• Name of the Tool: What is the name of the tool? 

• Description: Provide a brief description of the tool and its intended use. 

• Category: What category does the tool fall under? (e.g., data analysis, 
modeling, design, etc.) 

• Stage of Development: What is the current development stage of the tool? 
(e.g., prototype, fully developed, in use, etc.) 

Summary/Highlights: 

• Innovativeness: How does this tool differ from existing tools? What is novel 
about it?  Advantages? 

• Technical Requirements: What are the technical requirements for using the 
tool? (e.g., software dependencies, hardware specifications, cell type) 

• Methodology: Describe the underlying methodology or algorithms that the 
tool uses. 

• Validation: Has the tool been validated? If yes, please provide references to 
any studies or publications. 



Usage Guidelines: 

• User Interface: If applicable, describe the user interface and ease of use. Is it 
suitable for users with different levels of expertise? 

• Documentation: Is there sufficient documentation and user support 
available? Please provide links if available or QR code  

• Accessibility: Is the tool open source or freely accessible? Are there any 
licensing requirements? 

Impact and Applicability: 

• Target Audience: Who is the primary audience for this tool? (e.g., 
researchers, educators, industry professionals) 

• Applications: What are the potential applications of the tool in synthetic 
biology? 

• Impact: What impact do you anticipate the tool will have on the field of 
synthetic biology? 

Integration and Compatibility: 

• Compatibility: Is the tool compatible with other tools or platforms commonly 
used in synthetic biology? 

• Interoperability: Can the tool be integrated with other systems or databases? 
If so, please describe. 

Future Development: 

• Planned Updates: Are there any planned updates or future developments for 
the tool? 

• Community Engagement: Is there an active community of users or 
developers contributing to the tool? 

 

ADDITIONAL COMMENTS:   
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